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Figure S1, CellProfiler analysis. Images (10x magnitude) are examples from the control (A), narrow-deep area (B), wide-shallow area (C) and centre (D) on day 10. hiPSC-CM were stained with WGA (membrane; red) and DAPI (nuclei; blue). Pseudocolors were added by CellProfiler software to visualize the cell perimeter (yellow), nuclei perimeter (blue) and grooves (green). Note that the grooves in the shallow region (C) are not visible. Figure S3 , additional contractility measurements of elongated (E) and non-elongated (NE) cells in the ND area versus the control. Graph A explains variables Up90 (B) and time to peak (TTP)(C).
No significance was seen during the upstroke of the contractility of all groups (B and C). Contraction duration (CD) 90% (CD90)(E), CD75 (F), CD50 (G), CD25 (H) and CD10 (I) were calculated. An explanation of those variables is shown in graph D. At 75%, 50%, 25% and 10% of the peak, but not at 90%, a significant delay was seen between the E-ND group and the NE cells in both the control and ND-group. No significance was seen between E-Control and all other groups for all the CD variables (E-I).
